List of Tables

Table
Table 4.1(a) proximate composition of hapham

Table 4.1(b) Moisture, ash, crude protein contents and pH during
different stages of fermentation

Table 4.2 Mineral and trace element profile of napham

Table 4.3 Composition of amino acid in raw sample, F1 and F2
Table 4.4 Composition of fatty acids in raw sample, F1 and F2
Table 4.5 Intermediate compounds found in napham

Table 4.6 Enumeration of microbial communities in four different
stages of fermentation

Table 4.7 Raw data of DNA isolation of samples S1 and S2

Table 4.8 Raw reads summary

Table 4.9 Raw read summary with Phred quality score distribution
Table 4.10 Base composition distribution of the samples

Table 4.11 Trimmed and Consensus Read Summary

Table 4.12 (a) Taxonomy read and relative abundance of Prokaryotes and

Eukaryotes at Phylum level that correspond in sample S1
Table 4.12(b) Taxonomy read and relative abundance of
Prokaryotes and Eukaryotes at Phylum level in sample S2
Table 4.13(a) Taxonomy read and relative abundance of
bacterial and fungal Communities at Genus level in sample S1
Table 4.13(b) Taxonomy read and relative abundance of

bacterial and fungal Communities at Genus level in sample S2

Table 4.14 (a) Microbial species detected in S1

Table 4.14(b) Microbial species detected in S2

Table 4.15 SEED based functional annotation for samples S1 and S2
Table 4.16(a) Output of DNA from samples

Table 4.16 (b) Data pre-processing and QC stat

Table 4.17 Taxonomy read and relative abundance of Bacteria at

Page No

38

38
39
40
42-43
43-44

45
46
47
47
47
53

56

57

59

60

61-62

62-63

65-66

68
69



Phylum level in samples S3 and S4
Table 4.18 Relative abundance at genus level in samples S3 and S4
Table 4.19 Alpha Diversity Indices

76
77
82



